SCORE Search Results Details for Application 10525105 and Search Result 20070803J... Page 1 of 1 

< ! - - Start Fragment - - >RESULT 1 
T50605 

hypothetical protein DKFZp547E2 12 . 1 - human (fragment) 
C;Species: Homo sapiens (man) 

C;Date: 21-Jul-2000 #sequence_revision 21-Jul-2000 #text__change 21-Jul-2000 
C /Accession : T5 06 05 

R;Wambutt, R. ; Heubner, D.; Mewes, H.W.; Weil, B.; Wiemann, S. 

submitted to the Protein Sequence Database, June 2 000 

A; Reference number : Z 25 14 0 

A/Accession : T50605 

A; Status : preliminary 

A;Molecule type: mRNA 

A; Residues : 1-373 <AAA> 

A/Cross-references: UNIPARC :UPI000017C191 ; EMBL : AL35 9557 
A;Experimental source: fetal brain; clone DKFZp547E2 12 
C;Genetics : 

A;Note: DKFZp54 7E212 . 1 

Query Match 4 0.9%; Score 1956; DB 2; Length 3 73; 

Best Local Similarity 100.0%; Pred. No. 3.7e-116; 

Matches 373; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

LELPSHWFSQASTTRAELAYTLEPAAEGPGGCGSGEENDPGEQALPVGGVELRPADPPQY 24 7 

I II II II II II II II II II II III II II II MM II II II II Mil II II II II II II II 

LELPSHWFSQASTTRAELAYTLEPAAEGPGGCGSGEENDPGEQALPVGGVELRPADPPQY 60 
QEVPLDEAVTLRVPDMPVRPGQLFSATLLLRHNFTASLLTLRIKVKKGLHVTAARPAQPT 30 7 

I II ll II II II II 11 II II II Ml II II II I! II II I! II II II II II II II II II i! II 

QEVPLDEAVTLRVPDMPVRPGQLFSATLLLRHNFTASLLTLRIKVKKGLHVTAARPAQPT 12 0 
LWTAKLDRFKGSRHHTTLITCHRAGLTEPDSSPLELSEFLWVDFWENSTGGGVAVTRPV 36 7 

! MM I! II !l M II il II M III M II II M II II II M II II II II II II II II II II 

LWTAKLDRFKGSRHHTTLITCHRAGLTEPDSSPLELSEFLWVDFWENSTGGGVAVTRPV 18 0 
TWQLEYPGQAPEAEKDKMVWEILVSERDIRALIPLAKAEELVNTAPLTGVPQHVPVRLVT 42 7 

, M II M M II I! M II M II Mi II M II II II II II I! II II II M II M II II I! II 

TWQLEYPGQAPEAEKDKMVWE ILVSERDIRALIPLAKAEELVNTAPLTGVPQHVPVRLVT 24 0 
VDGGGALVEVTEHVGCESANTQVLQVSEACDAVFVAGKESRGARGVRVDFWWRRLRASLR 48 7 

I I M M I 1 1 > 1 1 i I M i 1 1 I II 1 1 1 1 1 1 ! i I M < 1 1 i M I M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 ! I 

VDGGGALVEVTEHVGCESANTQVLQVSEACDAVFVAGKESRGARGVRVDFWWRRLRASLR 30 0 
LTVWAPLLPLRIELTDTTLEQVRGWRVPGPAEGPAE PAAEASDEAERRARGCHLQYQRAG 54 7 

I MM II MM II MM II II III II II II MM MM II II II MM II II II II II II 

LTVWAPLLPLRIELTDTTLEQVRGWRVPGPAEGPAE PAAEASDEAERRARGCHLQYQRAG 36 0 
VRFLAPFAAHPLD 5 60 

I [ I ! I 1 1 i I > I 1 1 

VRFLAPFAAHPLD 3 73 
< ! - - EndFragment - - > 
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□ 1: T50605 . Reports hypothetical prot...[gi:l 1360175] 
Features Sequence 
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linear PRI 21-JUL-2000 
human (fragment) . 



LOCUS T5 0605 3.73 aa 

DEFINITION hypothetical protein DKFZp547E212 . 1 

ACCESSION T50605 

VERSION T50605 GI: 11360175 

DBSOURCE pir: locus T5 0605; 

summary: #length 373 ftchecksum 7913 

genetic: #note DKFZp547E212 . 1 

PIR dates: 21-Jul-2000 #sequence_revision 21-Jul-2000 #text_change 
21-Jul-2000 

punctuation in sequence. 

Homo sapiens (human) 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Haplorrhini; 
Catarrhini; Hominidae; Homo. 
1 (residues 1 to 373) 

Wambutt/R., Heubner^., MeweS/H.W., Weil,B. and Wiemann, S . 
Direct Submission 

Submitted (??- JUN-2000) to the Protein Sequence Database 
Location/Qualifiers 
1. .373 

/organisms "Homo sapiens" 
/ db_xr e f = " t axon : 9606 " 
Protein 1 . .373 

/product= "hypothetical protein DKFZp547E212 . 1" 
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1 lelpshwfsq asttraelay tlepaaegpg gcgsgeendp geqalpvggv elrpadppqy 
61 qevpldeavt lrvpdmpvrp gqlfsatlll rhnftasllt lrikvkkglh vtaarpaqpt 
121 lwtakldrfk gsrhhttlit chragltepd ssplelsefl wvdfwenst gggvavtrpv 
181 twqleypgqa peaekdkmvw . eilvserdir aliplakaee lvntapltgv pqhvpvrlvt 
241 vdgggalvev tehvgcesan tqvlqvseac davfvagkes rgargvrvdf wwrrlraslr 
301 ltvwapllpl ■ rieltdttle qvrgwrvpgp aegpaepaae asdeaerrar gchlqyqrag 
361 vrflapfaah pld 
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